Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.006 Å; R factor = 0.066; wR factor = 0.176; data-to-parameter ratio = 15.7.
In the title compound, C 2 H 10 N 2 2+ ÁC 11 H 10 O 6 2À , the two acetate groups of the cation form dihedral angles of 74.2 (4) and 63.9 (5) with the central benzene ring. In the crystal, N-HÁ Á ÁO hydrogen bonds link the cations and anions into layers parallel to the ab plane.
Related literature
For the synthesis of the title chiral carboxylic acid, see: Bezwada et al. (2007) . For the structure of a similar achiral carboxylic acid, see: Gong et al. (2010) .
Experimental
Crystal data 
Data collection
Rigaku R-AXIS RAPID diffractometer Absorption correction: multi-scan (ABSCOR; Higashi, 1995 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: RAPID-AUTO (Rigaku, 1998 ); cell refinement: RAPID-AUTO; data reduction: CrystalClear (Rigaku/MSC, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97. Table 1 ).
Experimental
(R)-2-(4-(carboxymethoxy)phenoxy)propanoic acid was prepared by the reaction of R-(+)-2-(4-hydroxyphenoxy)propionic acid and methyl chloroacetate under alkaline condition (Bezwada et al., 2007) . (R)-2-(4-(carboxymethoxy)phenoxy)propanoic acid (0.048 g, 0.2 mmol) and ethylenediamine (1 mL, 0.2 mol / L) were dissolved in ethanol (15 mL). After stirring for 1 hour, the solution was filtered, and the filtrate was allowed to stand in a desiccator at room temperature for a few days. Colourless block crystals of title compound were obtained.
Refinement
H atoms bound to C atoms were placed in calculated positions and treated as riding on their parent atoms, with C-H = 0.93 -0.98 Å, and with U iso (H) = 1.2U eq (C). N-bound H atoms were located in a differece Fourier map and were refined with restraint N-H = 0.90 (1) Å, and U iso (H) = 1.5U eq (N). In the absence of any significant anomalous scatterers in the molecule, 1444 sets of Friedel pairs were merged before the final refinement and the absolute configuration was assigned to correspond with that of the known chiral centres in a precursor molecule, which remained unchanged during the synthesis of the title compound.
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of the title compound, showing displacement ellipsoids at the 50% probability level for non-H atoms. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

